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NNNNNNNN T NA NCNGGT T A T GA T T AC T GT T A A T GT T GC T AC T AC T GC T GA CA A T GC T GC T GC TGC T T C T CC T CA C T G T C T CCA C T T CC

100 120 140 160

T T GA A CA A T GCGCCGT CA T GC T T C T T T T GCC T CCCGC T GC T CCAGA A AGC T AGGCCGCAGA T CAGA ACCACCACAGT CA A T A T CACCA

180 200 220 240 260

CC T T CC T C T T A T AGA T T CGGA A T C T CA T GA T AGGGGC T CAGCC T C T G T GCGAG T GGAGAGA AGT T TGCAGGCGAGC T GAGGAGCA A T T

280 300 320 340

GCAGG T GA T A T GA T GT GC T CGGC T CA AGA AGCGGGCCCGGAGAGGA AGA AGT CGT GCCGGGGC T A A T T A T T GGCA A A A CGAGC T C T T G

360 380 400 420 440

T T GT A A ACA T T GA T CCA A C T GGA A T G T CA C T A A T GGCGA A T CA A T A T T CCA T A AGGCA T GA T GGT TGC T CAGAGGCAGGAGA AGAGCA

460 480 500 520

ACGA A T ACGA T CC T A T A A A AGA T A A A A CA T A A A T A A ACAGT C T T GA T T A T A T T C T GGGT A T T A A AGCCA CA A T CAGA A CA A A T A T A T G

540 560 580 600

C T T T G T A T C T T T T C T T GCC T T C T T CA T T A CCA A C T GC T T CCGCGGCCA CA T T A AGAGA A C T T GT GGT A AGA T A AGA AGA T A T T T T A T T

620 640 660 680 700

CG T T C T GC T GA C T T GC T GGA T GT CGGGA A A T A T T C T GCA T T T GA T A AGAGGCGGT T A A T T GCAGA T A T A A T T GG T AG T GA A A AGGG T C

720 740 760 780

GT T GC T A T GGT CACCGT GA AGCGAGT A CAGCAGCA CA AGA A T GT GT GCCG T T C T CAGT T A A T A T T GT T T GA A T A T GG T A A CC T GT T T T

800 820 840 860 880

AG T CGGT T T A A AGG T A AGA AGA T C T A A CCA A A A A A CA A CAC T GCAGT GAC T GA T T G T AG T A T T T A T T T T T T T AC T T A A T C T T A A T T T T

900 920 940 960

TGGT GT A A A CA T CA A CGGCGCAC T T CA ACCA A T AC T CCA A T GT T T T A T CCA T CGACA TGA CGT T CGAGA T AGGG T T T GAG T GT T GT T T

980 1,000 1,020 1,040

CCAGG T T T GGNA ACA AGGAG T CCA C T A T T T A A AGA A CG T GNNNC T CCNANCGT NNAGGGNNA A A A A CCGT C T A T CANGCGA T GNNNCA

1,060 1,080 1,100 1,120

C T A CNNNNNCCCA T CACNCA NNNCANN T T T T T GGGGGNNNNNNNNNCNNNNA AGNNNANNA A A ANNGGGGA A NNNCNN
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